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Abstract ;[ Objective ] Exploring variations of fungal community structure and function during sediment trans-
fer across a catchment is conducive to consummating the study of sediment erosion, and provides theoretical
support for understanding the evolution process of the ecosystem in eroded region. [ Methods | Suspended
sediments were collected from different geospatial locations under the main valley bottom during flood season
at a typical small watershed in Loess Plateau. Physicochemical properties of suspended sediments were meas-
ured and the characteristics of sediments fungal community were determined by the high-throughput sequen-
cing of ITS. [Results | Shannon index and chaol index of suspended sediments fungal community decreased
by 23.2% and 33.2% from gully head to dam, which meant fungal community diversity and richness were
decreased significantly along the direction of sediment transfer (p <C0.05), and the spatial heterogeneity

showed in fungal community structure. From gully head to dam, the relative abundance of Ascomycota and

W5 B #A:2022-07-19 &5 B #1:2022-08-16

BEITIE :H K A RBFIE S (42107360) 5 H Je i A FEA BT L 55 9% (2452021032)

F—EH B EAT997—) B BN e A B WEIE AR BESE O 1 R R AE S . E-mail: talkhe@ qq.com

BEES A 1969—) , 55 i dbZe s A, 4 WF 53 B, 38 20 N F0 A A W M ER AL 2E A BRF 58 . E-mail: slguo@ms.iswe.ac.cn
http: // stbeyj. paperonce.org



nEI’

pot

%5

AL SE « B e DX SE R V0 L TRV 45 1) 2 RE PR AL AR AT 275

Basidiomycota decreased by 7.6% and 6.9% , and the relative abundance of Saprotroph decreased by 6.0%.

The fungal co-occurrence networks became simpler from gully head to dam., which meant the stability and

anti-interference ability of fungal community were weakened gradually. The fungal community diversity

(Shannon) and richness (chaol) of suspended sediments were negatively correlated with OC, TN and Olsen-

P (p<C0.05), were positively correlated with the =63 pum content (p<C0.05). [ Conclusion] The diversity,

richness, and stability of sediment fungal community changed during transport process across a catchment,

particle composition and CNP contents appeared to be the crucial influence factors.

Keywords: suspended sediments; fungal community; particle composition; nutrient content
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Eiuys| 43 121 98(81%) 0.49 0.23 2.10 6 2.81 0.07
TP 51 157 102(65%) 0.51 0.26 1.72 5 3.08 0.06
>63 ym Nl 54 140 93(66%) 0.61 0.23 2.01 6 2.59 0.05
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TP 72 285 177(62%) 0.49 0.31 1.95 6 3.90 0.06
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H H 73 73 73 73
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H 73 73 73 73
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H i E 73 73 73 73
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